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Archaea(18)

Crenarchaeota

Suona
Salllobus solfatarious P2
Sulfolobus tokodail strain 7
Thermoproteales
Pyrobaculum aerophilum IM2
Euryarchaeota
Archaeoglobi
Archagoglobales
Archaeoglobus fulgicus DSM4304
Halobacteria
Halobacteriales
Halobacterium sp. NRC-1
Methanobacteria
Methanobacteriale:

s
nobacterium thermoautotrophicum deta H

Methanococci
Methanococcales
Methanococcus jannaschii DSM2661
nococcus maripaludis S2
Methanosarcinales
Metranosarcina mazei Goe
anosarcina acetivorans C2A
Methanopyn
Methanopyrales
Methanopyrus kandleri AV19
Thermococci
Thermococcales
rocaceus horkoshi shinke] OT3
Pyrococcus abyssi GES
Pyrococcus furiosus DSM 3638
Thermoplasmata
emoplasmatales
oplasma acidophilum DSM 1728
Thermoplasma volcanium GSS1

Nanoarchaeota
Nancarchaeum
janoarchaeum equitans
Nanoarchaeum equitans Kind-M

Bacterla(149)

Actinobacteria
Actinobacteridae

ales
rynebacterium glutamicum ATCC 13032
Conynebacterium efficiens YS-314
C13129
tuberculosis H37Rv (ab strai
tuberclosis CDC15!

™
bovis subsp. bovis AF2122/¢

Chroococcales
loeobacter
Gloeobacter violaceus PCC7421
Synechococcus
Synechocaceus sp. WH8102
Synechocyst
Sinechocysts sp. PCC8303
Thermosynechococcus
ermosynechococcus elongatus BP-1

Nostocaceae
lostoc sp. PCC 7120
Prochlorophytes

smegmatis MC2
Tropheryma whipplei str. Twist
Tropheryma whipplei TWO8/27

Erochlorooccus matinus CCMP1378 MED4
Prochlorococeus marinus Vi
Frochlorecocass maris COMB 1375

A3(2) i
S eiomyces avermars VAcdes0 Democece:
Bifidobacteriales einococcales
. Bifidobacterium longum NCC2705 Deinococous radiodurans R
A ees Themales
Thermus thermophilus HB27
Aquificacese Firmicutes
Aduifex aeolicus VF5 icutes.
Bacteroidetes e
acteroides 68
Bacteroidales 125
Bacteroides tetaiolaomicton VP 5462 lodurans C
pmromenas gingivalis W83 oons™
Bacteroiges [oe: JLCCp—
Chlamyaiee ermedia 17 e
ey cales Oceanobacills lheyensis HTEB31
E Listeriaceae

ia trachomatis serovar D

p "
lamydia pneumoniae AR3S
lamydia pneumoniae J138

caviae
lamydia pneumoniae TW-183
Parachlamydiaceae

 Parachilamydia sp. UWE2S
Chiorobi

Chlorobia
Chlorobiales
Chlorobium tepidum TLS
Cyanobacteria

Listeria innocua CLIP 11262
isteria monocytogenes EGD-e

w2
epidermidis ATCC 12228
aureus Michigan VRSA

Clostridia
lostridiales
Clostrdium acstobuyicum ATCCE24
Clostridium perfringen:
Clostdium tetani £56
Themoanaerobacteriales

Q
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MB4(T)
Lactobacillales
Enterococcaceae
nterococcus faecalis V583
Lactobacillaceae
Lactobacillus plantarum WCFS 1
Lactobacillus johnsonii NCC 533
Streplococcaceas

lanctomycetacia
Planctomycetales
Pirellula sp sirain 1

Proteobacteria

Iphaproteobacteria
Caulobacterales
aulobacter crescentus CB15
Rhizobiales

onicum USDA 110
Rhodopsaudomonias palustis CGA0D
Srucella

Bricolla mettensis 1

Hlesotanmuim ot MALF303099
Sinorhizobium melioti 1021

tumefaciens C58 Cereon
Agrobacterium tumefaciens C58 UWash
Rickeftsiales
ickettsia prowazekii Madrid €
Rickeftsialess
olbachia pipieniis wiel
Betaproteobacteri

“occus lactis subsp. lactis \LMDB Bordetella bronchiseptica RB50
pneumonia ordetella pertussis Tohama |
pneumoniae ordetella parapertussis 12822
pyogenes MGAS8232 Burkholdena mallei ATCC 23344
pjoganos SE310 seraypo M1 Neisseriales
agalacias 2603V Neisseria meningitidis MC58
pyogenes MGAS315 Notssera meningrics serograup A 22491
mutans UATS acterium violaceum ATCC12472
agalactiae NEM316 Nitrosomonadales
enes SSI-1 somonas europaea ATCC 19718
mitis. NCTC 12261 Ralstoniaceae
Mollicutes Ralstonia solanacearum GMI1000
Acholeplasmatales Deltaproteobacteria
Phytoplasma asteris Onion Yellows strain Bdellovibrionales
Mycoplasmataceae Bdelovbro bacteiovorus HD100
Vycoptasma geniaum G-37 Epsilonproteob:
Mycoplasina pneumoniae 129 ampyiobacioraies
Jreaplasma urealyticum parvum biovar serovar 3 Campylobacter jejuni NCTC 11168
Ivycop\asma pulmonis UAB CTIP Helicobacter hepallcus ATCC 51449
Mycoplasma penetrans HF-2 Helicobacter pylori 26¢
Mycoplasma galisepticum Strain R Helcobaccr on 366
Mycoplasma mycoides SC PG1 Wolinella succinogenes DSMZ 1740
Fusobacteria Gammaproteob:
Fusobacterales Alteromonadacea
Fusobacteriaceae owanel oneidensis MR.1
bacterium nuceatum ATCC 25586 Enterobacteriales ‘
Planctomycetes Buchnera aphidicola (Baizongia pistaciae]
PI

erichia coli K12-MG1655
Escherichia coli 0157:H7 EDL933

Escherichia coli O157:H7 VT2 Sakai
erichia coli CFT073

agr
Spirochaetes

Yersinia pestis biovar Mediaevails 91001
Blochmannia floridanus

Legionellaceae grou
oxiella bumem Rsad0s
Pasteurollac
Pastourola mulocida PMT0
Pasteurellales
Haemophilus ducreyi 35000HP
/20 Rd

Ha
Pseudomonadales
seudomonas aeruginosa PAOT
Pseudomonas putida KT2440
Pseud C3000

nales
Vibrio cholerae El Tor N16961

Vibro parehaemoltcus RIMD 2210633
Vibrio wuinificus CMC
Vibno v VA0 T6

lella fastidiosa Temeculal
lella fastidiosa 9asc
Xanihomonas group

mihomonas axonopodspv it 308
a subdivist
DeauWuv\bHunaLeae
esulfovibrio wigaris Hildenborough
newmmmnnmgmup
Geobacter suflureducens PCA
magnetoacts Goe
Magnetococcus sp. MC-1

Spirochaetales

Leplospiraceae

eptospira interrogans serovar lai str 56601

splospira interrogans Copenhageni Fiocz L1-13
Spirochastacoae

orelia burgdorteri B31
e Sahun Nieho
Ponema denicoa ATCC 35405

Thermotogae.

Thermotogales

ot

almonelia typhimurium LT2 SGSC1412
serova Typhi CT18

serovar Typhi Ty2

ngela fomen 2a 24571,

higella flexner 2a sir. 3
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A chromosome
29. Thelife cycle of'a lysogenic bacterial virus Small section

°:‘ E. coli Baﬂenal gene
<l romosome
The first step in the multiplication of a virus Release of the viral chromosome.
is its attachment to a host cell; more than one This is generally rare, >3
virus particle can simultaneously adsorb to a Q may occur only once in 10,000
single cell. divisions of a lysogenic bacterium.
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31. Insertion of Mu DNA 32, A'ransduction, the passiveitranster of genetic

material from one bacterinmito/another by means of:
carrier phage particles
lac* gene

Infection of E. coliby
phage P1

Formation of a large
number of complete virus

particles and a small number
of defective phages carrying
a small fragment of the
bacterial chromosome

Adsorption of a lac*
transducing P1 particle
toalac™ E. colicell

Insertion of the lac* region
in the host chromosome
by crossing over
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