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Acetaldehyde + NADH + H* — ethanol + NAD*
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(a) (b)
Figure 22-12 Electron micrographs of mouse liver
mitochondria. (a) In the actively respiring state.
(b) In the resting state.
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Figure 22-11 Effect of inhibitors on electron transport.
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Figure 22-13 Determination of the stoichiometry of
coupled oxidation and phosphorylation (the P/O ratio)
with different electron donors.
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Figure 22-20 Active site interactions in the proposed mechanism
of the QFR-catalyzed reduction of fumarate to succinate.



