Figure 12-26a X-Ray structure of the photosynthetic
TH24B/IFR bk reaction center of Rps. viridis. (a) A ribbon diagram (b)
A space-filling model.
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Figure 24-15The Z-scheme for photosynthesis in plants

and cyanobacteria.
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Figure 24-17 Schematic representation of the thylakoid
membrane showing the components of its electron-transport
chain.
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Figure 24-14Quantum yield for O, production by
Chlorella algae as a function of the wavelength of the
incident light.
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Figure 24-16 The oxidation state of cytochrome fin
Porphyridium cruentum algae as monitored by a weak
beam of 420-nm (blue-violet) light.
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Figure 24-18 Detailed diagram of the Z-scheme of
photosynthesis.
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Figure 24-21The O, yield per flash in dark-adapted
spinach chloroplasts.
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Figure 24-23 Proposed structural model for the OEC.

Figure 24-25
X-Ray structure of
plastocyanin (PC)
from poplar leaves.
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Figure 24-22 Schematic mechanism of O, generation
in chloroplasts.

Figure 24-24
X-Ray structure of turnip
cytochrome f.
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B-ij(2)
Figure 24-26a
X-Ray structure of PSI from
S. elongatus.
(a) View of the trimer
perpendicular to the
membrane from its stromal
side.
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Structure model of
cyanobacterial SPI trimer at 2.5

A resolution
9 membrane protein subunits (PsaA, PsaB, PsaF,
Psal, Psa]J, PsaK, PsaL, PsaM, PsaX)
3 stromal subunits (PsaC, PsaD, PsaE)
(Nature, vol. 411, p.909, 2001)
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Figure 24-29 Segregation of PSI and PSII.
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Figure 24-30 Electron micrograph of thylakoids.
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Figure 24-32Algal 3BPG and RuBP levels on removal of

CO,.

closer look at glycolysis
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Figure 24-31
The Calvin cycle.
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Figure 24-33a X-Ray structure of tobacco
RuBP carboxylase. (a) The quaternary structure of the
LS protein.



