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Figure 7-4 The Edman degradation.



The hypothetical rate of the

carboxypeptidase-catalyzed
release of amino acids.

(a) All bonds cleaved at the same
rate.(b) Ser slow, Tyr fast, and
Leu intermediate.
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Figure 7-6 The reverse-
phase HPLC separation of
OPA-derivatized amino
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Figure 7-6 Amino acid analysis.



Figure 7-7 The amino acid sequence of a polypeptide chain.



Figure 7-8a The generation of the gas phase ions required for the mass
spectrometric analysis of proteins. (a) By electrospray ionization (ESI).
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Figure 7-8b The generation of the gas phase ions required for the mass
spectrometric analysis of proteins. (b) By matrix-assisted laser desorption/
ionization (MALDI).
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Figure 7-8¢c The generation of the gas phase ions required for the mass
spectrometric analysis of proteins. (¢) By fast atom bombardment (FAB).



Figure 7-9 The ESI-MS spectrum of the 16,951-D horse heart
protein apomyoglobin.

~— m/z=(16,951+19)+ 19 =893

98.9%2C, 1.1%"3C
0.8%3S, 4.2%3*S, 95%
359

DRIRLIEZN



MALDI-TOF mass spectrometry
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matrix-assisted laser
desorptiion-ionization (MALDI)
time of flight (TOF)



MALDI-TOF mass spectrum of

Isulin and b-lactoglobulin
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Figure 7-10 The use of a tandem mass spectrometer (MS/MS) in amino acid
sequencing.



Figure 7-11 The tandem mass spectrum of the doubly charged
ion of the 14-residue human [Glu']fibrinopeptide B (m/z = 786).

MW=1572
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Table 6-2 Some Biochemically Useful lon
Exchangers.
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