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Figure 10-11a
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Figure 10-12
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P& 1B 1% # (permerbility coefficient)
D ¥ g% 2 (diffusion coefficient)
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Predicted secondary structure and membrane
orientation of the glucose transporter.
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Alternating conformation model for glucose transport



Regulation of glucose uptake in muscle and fat cells.
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The figures are based on the
C154G mutant structure with
a bound TDG

Science (2003) vol. 301, p. 610-
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