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Figure 103 X-Ray structure of the KcsA K* channel from Streptomyces lividans.
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Portions of the KcsA K* channel responsible for its ion selectivity
viewed similarly

Predicted secondary structure and membrane orientation of voltage-gated
K* channels.
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A schematic diagram of the KcsA K* channel Frr)

Composite model of the KV channel. BHI{&TEKV channel DXg#E.

Figure 10-8



Figure 10-9b,c

Figure 10-11a
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