Transport of glucose by the PEP-dependent
phosphotransferase system (PTS).
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(a) A tube-and-arrow diagram. (b) A schematic diagram of the structure
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(a) A tube-and-arrow diagram. (b) A schematic diagram of the structure
Toyoshima & Nomura (2002) Nature
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iii) H+-K+-ATPase (PEATPase)
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The sites of electron transfer that form NADH and FADH,
in glycolysis and the citric acid cycle.
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