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Portions of the KcsA K* channel responsible for its ion selectivity
viewed similarly

Predicted secondary structure and membrane orientation of voltage-gated
K* channels.
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Composite model of the KV channel.
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Figure 10-8
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Figure 10-9b,c
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Thermodiynamic Principles
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Predicted secondary structure and membrane
orientation of the glucose transporter.
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Alternating conformation model for glucose transport
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Overall structure of the human glucose transporter GLUT1
Nature 510, 121-125 (05 June 2014)
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