Predicted secondary structure and membrane orientation of voltage-gated
K* channels.
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Gas constant (R)
R = Nk,
R=8.3145]-K~! mol™

R =1.9872 cal-K~! mol™!
R = 0.08206 L-atm-K~! mol™!

Avogadro’s number (N)
N = 6.0221 X 10% molecules - mol™*

Coulomb (C)
1 C = 6.241 X 10'® electron charges

Faraday (¥)
1 F = N electron charges
1 F = 96,494 C-mol= 96,494 J- V™' mol™

Kelvin temperature scale (K)

0 K = absolute zero
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Predicted secondary structure and membrane
orientation of the glucose transporter.
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Overall structure of the human glucose transporter GLUT1
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Regulation of glucose uptake in muscle and fat cells

Ny __ Glucose
N

\ GLUT4

Exocytosis Endocytosis

Stimulation
by insulin
Membranous
vesicle

A

Plasma
membrane

IMNEERDSILa—REgE(T)

(a) Small intestine (b) Villus

(brush border)

Lumen

Intestinal folds Qé%
Intestinal — %
mucosa

©2008 John Wiley & Sons, Inc. All ights reserved.

2016/6/11



